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APPENDIX

Supplementary Figure 1. CONSORT diagram for the cohort.
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Supplementary Figure 2. Calibration of predicive model for cancer detection rates.
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Supplementary Figure 3. Calibration of predictive model for clinically significant cancer
detection rates.
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Supplementary Figure 4. Decision curve analysis for significant cancer detection rates.
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Supplementary Figure 5. Decision curve analysis for clinically significant cancer detection
rates.
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